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Single-nucleotide polymorphisms in the SEPTIN12 gene may be a genetic risk factor for

Japanese patients with Sertoli cell-only syndrome
(Sertoli cell-only syndrome {7 % 2% B AR AMEAEBRFR L & F SEPTINIZ &m0
IR I B9 2 8740)
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WA D ZALE, v 770 e ACREFENAERFER LD b Mo BEA TS, L
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Tv MNEBFEEGFOR SIS TIEERFN T 7o —FBUREBERE, EBIZ /v 77 hvwv A
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T, REORBEEESTERBERLE, ETXECEV AV 74— b Far v M aHR
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ML, EEy bo—ABIEE A NERSERE STl Y, SCOS BET 20 L O REAY
A LRERE & iR B I 10 MR PRI 2 S v, ERRRRE B, oD REERS S
BRIt RBRBEREE, FRASERSR VLIS TR OWENSERA L, $-
BERSIT TR TOREIT4 6 XY OEFEERARL, Y REROH/IRELTRED RN/,
SEPTIN12 &5+ Full-length cDNA #i%51 % BLAST it ko Tt a—wrVar /S w il
| ALkEL, 3 TCORZ Y A bR —%FEFE L, coding region DETDIT VK
CHETLHA b & — 7 T VAT DD T T A ~—%RE LT, First PCR BT
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SCOS BERHICEB W TR &3172 single nucleotide polymorphism (SNP) 2B LT 1404 D=t
R =BT h =7 T AT, BEWRT T b —ARIBWTT 247 T
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¥ 2,4, 5BV THE 820 SNP (SNP1-SNP8) ##H L7-, =55 SNP1(192T>C) D 74N
DHOTHY | FRLSMIETEHRFH /TR SN LD Th o7, REXNTZ 8250 SNP D9 5,
SNP2: 204G>C (GIn38His) KUt SNP5: 422C>A (Thrllllys)D AT I/ EEOBEE RO, 1004
OHAENSCOSBFEVEE Y Mo — 140 4BV T, 8 DD SNP IZBLTENWENSF /& 4
7 T VO IHBER & bR L e & 2 A, SNP3, SNP4 LR SNPS ICIWTH 7 247, T
DB & b IR PN E T BEZEE R (P<0.001), M2 T SNP3 KU SNP6 IoB\ T IiiEH =
e AT 1A BERPRH I N o, NT R A TR EIToT L 2 A, BERHE o
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| Singlé nucleotide polymorphisms in the SEPTIN12 gene may be
a genetic risk factor for Japanese patients with Sertoh cell-only
syndrome -

" (Sertoli cell-only syndromel=d&% B & A %*ﬁ?ﬁ%%ﬁ&
ER SEPTINI2 sB{RF D RN ITAT 585%)
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