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Genotype and allele frequencies of three coding single nucleotide-polymorphisms (cSNPs) in the human

SPATA17 gene in 18 azoospermic patients with meiotic arrest, control individuals and 20 azoospermic patients

with SCOS. HWE Hardy-Weinberg equilibrium

SNPs Alterations Genotype frequency Allele frequency
Nucleotide = Amino acid Genotype/total no of Sample (%) Minor allele/total no of the chromosomes (%)
(G) Meiotic Arrest Controls  SCOS (A) Meiotic Arrest Controls SCOS
p value p value
SNPI 340G/A Tyr/Cys  GA 4/18(22.2)  7/96(7.29) G 4/36(11.1) 7/192(3.65)
0.071 0.0762
SNP2 429T/C Synonymous TC 2/18(11.1)  24/96(25.0)
0.235
TT 0/18(0.00)  2/96(2.08) T 2/36(5.56) 28/192(14.6)
1.00 0.183
SNP3 608G/A Synonymous GA 6/18(33.3) 31/96(32.3) 3/20 (15.0)
0.337 0.461
GG 6/18(33.3) 3/96(3.13) 17/20(85.0) G 18/36(50.0) 37/192(19.3) 3/40 (7.5)
0.00026* 0.014 0.00022* 0.0024*
(G) and (A) reveal genotype and allele, respectively.
*Statistically significant
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