PN XDOEE

FALOTER ® +t K 4 moE— B

¥ L " X & H
Species Identification and Strain Typing of Dermatophytes by Single-Strand
Conformation Polymorphism (SSCP) Analysis of the Ribosomal DNA and
Polymerase Chain Reaction Analysis of Subrepeat Elements in the Intergenic
Spacer Region of Trichophyton rubrum
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Species identification and strain typing of dermatophytes by single-
strand conformation polymorphism (SSCP) analysis of the ribosomal
DNA and polymerase chain reaction analysis of subrepeat elements
in the intergenic spacer region of Trichophyton rubrum.
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