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Genomic DNA Z ffi it} U R KBR T O FEZ1T D, 4T
IRPICEBIRRE R T2 FEL. FRIRICTEE K
RASE CHRVE DFM/R BIER 217 5 & FIRFIC K EERI D
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OB S T UMK 2 HILL . Genomic DNA %
U RIS — 27 T2 2RI T Z O EE OIERELL
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E 51T, b b RADZ2IL BT % b b X TE B
DNA % W THENT U 7245 5. BH S 772 mutation {3 4R H
INBD D2 H DD coding region N IZ 3 D D single
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M5 SNP3 DD ESNP 1 DANT TIZHEINTNS
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