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Gamma-carboxyglutamic acid content of hepatocellular carcinoma-associated des-gamma-carboxy
prothrombin
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Direct Binding K U*Sandwich ELISA

B ¢ prothrombin. Bt Gla domaink NG REAR TS A RIZH T ZMU-35UK DR EIEIEDREHI.
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Total DCPi#EEIL. HCCT39.5ng/mlM 5413.6ng/mlE THH L TH D, RIEHHEETI5.1ng/mlh 5
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prothrombin
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